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phospholipase D (PLD), 436:651 

phospholipase D1 (PLD 1), 436:181 

phospholipid, 437:13 

phospholipid and cell membrane interaction of 
magainin 2, 436:609 

phospholipid-binding protein, 434:37 
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phosphorylation consensus motif, 438:535 

phosphorylation site-specific antibodies, 433:65 
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PH sensitivity, 437:381 
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platelet-derived growth factor (PDGF), 435:609 
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p38 mitogen-activated protein kinase (p38 
MAPK), 433:333, 434:549, 437:443, 
440:273 
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post-transcriptional regulation, 438:25 

post-transfer editing, 440:217 
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437:493, 439:97, 440:283 
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redox sensor, 434:483 
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retina, 433:43, 435:365 
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retinaldehyde, 440:335 

retinoic acid, 440:335 

retinoid X receptor (RXR), 438:93 

retinol, 440:335 
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Rett syndrome, 439: 1 

reverse transcriptase, 436:599 

reversible manipulation, 433:411 
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Salmonella, 440:309 


sarco/endoplasmic Ca?* ATPase (SERCA), 
435:227 

sarcomere, 436:113, 436:437 
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(SERCA), 437:469 
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activating factor (STAPF), 436:133 

selenoprotein, 438:325 
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sensor, 440:43 
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kinase (SGK), 433:e1, 433:357 

serum- and glucocorticoid-induced protein 
kinase | (SGK1), 436:169 

serum response factor, 439:57 

sexual maturation, 439:403 
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440:127 

SH3 domain, 439:505 

f-sheet structure, 440:367 
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sickle cell anaemia (SCA), 434:473 

siderophore, 434: 105 
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signal transducer and activator of transcription 
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siRNA trafficking, 435:475 
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sirtuin, 433:505, 439:341 

site-directed mutagenesis, 433:65, 434:459, 
435:411 

size-exclusion chromatography, 439:39 

skeletal muscle, 433:175, 437:301 

skeletal muscle contraction, 437:215 

skin, 438:245 

Skp, 438:505 
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SLEEPY | (SLY 1), 435:629 
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Smad7, 434:1 

small-angle neutron scattering (SANS), 436:225, 
437:565 

small-angle X-ray scattering, 439:39 

small glutamine-rich tetratricopeptide 
repeat-containing protein a (SGTA), 
436:719 

small GTPase, 433:403 
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435:475, 436:351 

small intestine, 435:43 

small-molecule inhibitor, 435:451, 437:413 

small ubiquitin-related modifier 1/ 
sentrin/suppressor of mif two 3 homologue 
l-specific peptidase 2 (SENP2), 433:155 

small ubiquitin-related modifier (SUMO), 
433:155, 436:581, 438:437 

small ubiquitin-related modifier 2/3 (SUMO2/3), 
435:489 

smooth muscle, 439:57 

Snail, 437:515 

Snaill, 435:563 

snake serum, 440:251 

SNEV, 438:81 

Snyder—Robinson syndrome, 433:139 

sodium-coupled neutral amino acid transporter 
(SNAT), 434:287 

sodium hydrogen exchanger 2 (NHE2), 435:313 

sodium hydrogen exchanger 3 (NHE3), 435:313 

sodium hydrogen exchanger 8 (NHE8), 435:313 

sodium—vitamin C co-transporter 2 (SVCT2), 
440:73 
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soluble N-ethylmaleimide-sensitive fusion 
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(SNARE), 437:13 
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439:129 
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transporters), member 2 (SLC/2A2), 438:25 

solute carrier 38 (SLC38), 434:287 

sorting nexin, 433:75 

SOUL, 438:291 
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spectrin, 436:699 

sperm, 438:545 

spermatogenesis, 433:253, 435:553 

spermatozoon, 436:e3, 436:687 
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(SSAT1), 433:205 
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spermine, 433:139 
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436:133 

sphingolipid, 438:165 
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sphingosine |-phosphate (S1P), 440:345, 
439:e1 

sphingosine kinase (SphK), 440:345 

sphingosine kinase inhibitor, 440:345 
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spontaneous reactivation, 434:73 

squamous cell carcinoma, 440:23 

Src, 433:1 
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Src homology 2-Sre homology 3 domain 
(SH2-SH3 domain), 435:355 

Src tyrosine kinase, 435:355 

stearoyl-CoA desaturase | (SCD1), 437:521, 
438:283 

steroid metabolism, 437:53 

sterol C-24 methyltransferase (24-SMT), 
439-413 

stomach, 438:315 

stomatal guard cell, 439:161 

store-operated Ca~* entry (SOCE), 436:231 

streptavidin, 435:55 
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Streptococcus pyogenes, 434: 1 


3 
striatal-enriched phosphatase (STEP), 

440-115 
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structural stability, 440:367 
structure function, 433:277 
structure—function relationship, 433:197 
subcellular localization, 437:141 
subcomplex, 437:279 
suboperonic promoter, 433-107 
substrate-based regulation, 436:3 13 
substrate-binding pocket, 439:215 
substrate-binding protein, 436:283 
substrate channelling, 435:771 
substrate cycle, 437:505 
substrate—inhibitor complex, 434:399 
substrate library, 435:411 
substrate selectivity, 433:2 

435:733, 436:363 
substrate specificity, 433 
substrate uptake, 434:287 
sugar activation, 439:375 
sugar signalling, 438:1 
Sulfolobus, 436:409 


6-O-sulfotransferase, 43 

sulfotransferase, 434:321 

sulfur, 438:325 

superoxide, 436:493, 437:381 

superoxide reductase, 438:485 

suppressor of cytokine signalling-3 (SOCS- 
434-343, 440-385 

SurA, 438:505 

surface plasmon field-enhanced fluorescence 
spectroscopy 439-67 

surface plasmon resonance, 438:291 

survivin, 437:89 

SWI/SNF remodelling complex, 434-83 

synaptic dysfunction, 433:19 

synaptogenesis, 435:327 


Synechocystis sp. PCC 6803, 435 
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systematic evolution of ligands by exponential 
enrichment (SELEX), 434:493, 435:143 

systemic spreading, 434:123 

system L amino acid transporter 2 (Lat2), 
439:249 

systems biology, 434:189, 440:263 


Tafl4, 436:83 

tail-anchored protein (TA protein), 436:291, 
436:719, 438:143 

talin, 437:461 

tandem pleckstrin homology-domain-containing 
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TANK-binding kinase | (TBK-1), 434-el 
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tau tubulin kinase peptide substrate (TTBKtide), 


37-157 


taxonomic distribution, 435: 167 
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T-cell activation, 434:153 

T-cell factor/lipoprotein receptor-related 
(Tef/Lef), 437:1 
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(TIAR), 435:337 

T-cell intracellular antigen | (TIA1), 435:337 

PCP domain, 435:143 

TcSMUG, 438:303 

tellurite oxyanion, 435:85 

tempol, 439:423 

ternary protein complex, 435:441 

terpene synthase, 435:589 

terpenoid natural product, 435:589 

testes-specific protease 50 (TSP50), 436:457 

testis, 433:253 

testosterone, 439:403 
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1,2,3,4-tetrahydropyridine ring, 439:443 

tetrahydrosteroid, 437:53 

3,3’,5,5’-tetra-iodo-1 -thyronine (T,), 439:249 

tetraspanin, 437:399 

TFCP2c, 435:563 

TG-interacting factor (TGIF 

thermodynamic buffering, 4: 

thiamin, 437:357 

thiol regulation, 434:459 

thioredoxin, 436:123, 439:479 

thrombosis, 437:455 

thylakoid megacomplex, 439:207 

thylakoid membrane, 437:149 

thyroid-stimulating hormone (TSH), 439:249 

tissue factor, 437:455 

Toll-interacting protein (Tollip), 435:597 

Toll/interleukin-1 receptor domain (TIR 
domain), 439:79 

Toll/interleukin-| receptor domain-containing 
adaptor protein (TIRAP), 439:79 

Toll-like receptor (TLR), 434:e1, 434:93, 
434:537, 435:597, 439:79 

toroidal and carpet mode of pore-formation, 
436:609 

toxin, 436:429 

Toxin A (TcedA), 436:517 

Toxin B (TcdB), 436:517 
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transcriptional regulation, 433:155, 436:83, 

438:93. 438:437, 439:469 
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transcription factor, 433:145, 435:157, 435:313, 

436:253, 438:523, 440:157, 440:167 
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transcription regulation, 434:435, 436:387, 

439:15 
transcription start site, 439:15 
transcription termination, 434:435 
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transforming growth factor-B (TGF-f), 433:263, 
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transglycosylation, 438:275 
transient receptor potential ankyrin (TRPA), 
433:197 
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transient receptor potential melastatin 7 
(TRPM7), 434:513, 439:129 
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translation initiation factor, 438:217 
translation machinery, 433:441 
translocation, 433:441 
translocon, 436:291 
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transmembrane domain recognition complex of 
40 kDa (TRC40), 436:719 

transmembrane protein 192 (TMEM192), 
434:219 

transmigration, 434:523 

trans-oligomerization, 433:423 

transport, 435:43, 439:227 

transporter, 439: 129 
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transport mechanism, 434:287 
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tumour formation, 436:457 

tumour necrosis factor a (TNFa), 434:el, 
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tumour necrosis factor-receptor-associated 
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tumour virus, 439:195 
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Type 2 diabetes (T2D), 435:267, 435:277, 
438:177 

type II/IV secretion ATPase, 437:43 
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435:45| 
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434:309 

ubiquitin E3 ligase, 434:309 
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uncoupling, 437:135 
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unfolded protein response (UPR), 433:245, 
437:469 
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